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E1LRFEIcDNATR &R E FHIEIBRRML A FIRBIZIUMIBVEIELLEE ; B.ELRT 5. ; C3mIREER ; D. B AR5 50%X7E % Z . Horizon Multiplex | cfDNA Reference Standard
(Part No.: HD780)4T /&, 710 ng. 30 ng. 50 ngi& NE T (B MEANZ121MEE) , {8 AnchorSeq™ Library Prep Kit (for Illumina) #&EcAnchorSeq™ UMI Adapter &
UDI Primer (for Illumina), 2416 Plex Panel FER##ik. MR & :lllumina Novaseq 6000, PE150,
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Sample Input (ng) Allele Frequency Expected Variants Detected Variants True Positive Rate
1.0% 24 24 100%
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0.5% 24 24 100%
Horizon
Multiplex | o 1.0% 24 24 100%
cfDNA
Reference 0.5% 24 24 100%
Standard
andar 1.0% 2 2 100%
50
0.5% 24 24 100%

¥ :Horizon Multiplex | cfDNA Reference Standard (Part No.: HD780)#T %, 1£10 ng. 30 ng. 50 ngi@ NE T (B MENE3INEE) , M AnchorSeq™ Library Prep
Kit (for lllumina) #&&ZAnchorSeq™ UMI Adapter & UDI Primer (for Illumina), 416 Plex Panel SEmidEik. MEF A :lllumina Novaseq 6000, PE150, ~600 Mb raw
data.
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AnchorSeq™ Library Prep Kit (for [llumina) 96 rxn N20152

AnchorSeq™ UMI Adapter & UDI Primer (for Illumina) 96 rxn N20032
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