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IGT™ ssDNA Library Prep Kit 16 rxn C10911
IGT™ ssDNA Library Prep Kit 96 rxn C10912
IGT™ ssDNA Adapter & UDI Primer 1-16 (for Illumina, tube) 16*1 rxn C10861
IGT™ ssDNA Adapter & UDI Primer 1-16 (for Illumina, tube) 16*6 rxn C10862
IGT™ ssDNA Adapter & UDI Primer 1-96 (for Illumina, plate) 96*1 rxn C10872
IGT™ ssDNA Adapter & UDI Primer 97-192 (for Illumina, plate) 96*1 rxn C10882
IGT™ ssDNA Adapter & UDI Primer 193-288 (for Illumina, plate) 96*1 rxn C10892
IGT™ ssDNA Adapter & UDI Primer 289-384 (for Illumina, plate) 96*1 rxn 10902
TargetSeq® Eco Universal Blocking Oligo (for Illumina ssDNA Library) 16 rxn 80791
TargetSeq® Eco Universal Blocking Oligo (for Illumina ssDNA Library) 96 rxn 80792
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