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DNA RE{NEASS

ta=REWN?

DNA FRE{L, —ARIEAIZE DNA LY 5- REMIEE (5mC) 81, 2 DNA LFERSHRIEZEE, LEEMRE 28
RMBEEMZ— REMBERETINEEMEXN ZER CpG, EAXERAR, L9%5 2800 5 CpG fiim, HHPHNE 70%
CpG I RTEE R AT HREWRE, FITF CpG BAM CpG (LABEEERFAMAARPEMWRE Yo BEUNENE
BRERGRENKERRENINE, BJLURMYAIFRIEN, HERRELEFRIFERS.

NH2 NH2

Hf\N @K\N
N/ko N/go
H H

Cytosine Methylated Cytosine
B 1. kRELRRIEIET R E LRRIERE (5mC) @

DNA BE{ 5

EXBAAMBEAME DNA BEMRSEERAZR, Ali, EESHMT, TFRESNEERBHTFRHN CpG BAFRIER
BARES, TEMBAIET, XERIEGH CpC SHEEREN, MEERNRIE TR P, SAIEMEELEN RN B
HAT MY, Eik DNA BEVESERMERREYITEINE S Y, B, DNA REGAEEEZMALISEY, TLLBITR
T DNA BREMBPRZSHTALIE ¥,

a Disease diagnosis Patient with cancer C Therapy response
Malignant tissue Benign tissue Poor response Good response

T e

|

Patient sample

é d Tumourtype identification from cancer of

b Disease prognosis "~ | -Biopsy bl unknown primary origin
Short-term survival Long-term survival 'glal'vs k. Colon Lung Breast Kidney Liver Skin Brain
[ TR — ~ | Bloo [ i —— I w——
y -Stool
- y ‘Urine
T s
| Al A aemia H 4 unknown

primary origin

B 2. AAKIE. HYWRL. FUERE. MERRNERSRELEHERgX "
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ENRELIEX

1. BIAGUEER5
RE D FIRENFIER T,
REMIREMIR: HTRME,. MEaT. MERETH. RUERAFEHESRAER R T F,
AEAFENEAR:. YT, FERES,

2. IRPRRLFBRET

ERICE: THARMERNEA, SAREMEIMRETRE, BRSEF QR/RTEIRE) MREEMEMTARREMT
AKFH DNA TR A B

RITMEL: MR AEMEA, [ERECEHERSETE, NEERHES MGMT MBRENILT TR EEEx ",

ERffE: MEAERNRA, SERECERIBRSTE, WiFARibE. MRIESRBIEHOHA, JURELEERERN
BRI TR RN AT MG

& 1. SO 5REAEIEREEXMER

Epigenetic modification Disease Alteration

Alzheimer's disease Hypermethylation (NEP)
Angelman syndrome Imprinting defect (15q11.2-q13)
Atherosclerosis Aberrant methylation
ATRX syndrome Aberrant methylation (subtelomeric repeats)
Diabetes type 1 Aberrant methylation
Friedrich's ataxia Hypermethylation (FXN)
DNA methylation ;rz?#gﬁ)sseiyrzzr;g)ﬁ]gentromer|c region instability and facial Aberrant methylation (mutated DNMT3B)
Multiple sclerosis Hypomethylation (PADI2)
Prader-Willi syndrome Imprinting defect (15q11.2-q13)
Rett's syndrome Mutation (MECP2)
Rheumatoid arthritis Aberrant methylation (DR3 and L1)
Systemic lupus erythematosus Hypomethylation (PRF1, CD70, CD154 and AIM2)

BIRREEINT ELR
B 805 DA EIRNTTAE WGBS, RRBS, 850K A, BIFEKMFAEMMRE, HP, BARKMFEMHRKTUE MR

BARXIEH) DNA BEWKFMNRERER, AIUKHSHESRERNERENT, RN ARE, £ DNA BE Marker
TR EARBE RN ATE,

& 2. FEREMIE MR AL

BEARAS# WGBS RRBS 850K it/ BRX % R E (IR
R FBR NE A =
: ETBURBRTEL ETF Mspl 89 e | BT BTRBBELAIE
BRE BRI NETRERELNSEENY | = rrons KRR | e e m R
e 1~1000 ng 30~1000 ng 250~1000 ng 1~200 ng
REERT FFPE Em R Em R
REEAT fDNA EH TER TER &M
3 " = EE60% B9 CpG &, 10~15% A1 850K 2\ A s 4
H CpG fiL= SERETH CpG firs, £9300 51 CpG iR | (BAMLE, R&FE Cpayw) | Tomo<Bsin
IS E AR R & B R
|
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BisCap® REHKNMFREAR

UEHRBRIKITE M TargetSeq® ZXWBRMFERA, FETIERT DNA FREIAEHEAM BisCap® BEMHRNE AR,
BisCap® FREMLIHTENFE R AT BT gDNA. FFPE DNA 71 cfDNA SRR AR M B AR KIS R R K T, FRS AR
RANER MEEESHNERE, REQNIRBENERE.

BARMRE
RS EBNRESE
1) $XFIERTE CC ML= TR, AR EMAHRIE 1) % cfDNA. FFPE DNA HEEEREAR, X EREH
RELRHE; O RERERTA;
) BEBRRETIEE, BAEERET, BEERNE; 2) $34 gDNA SRBEIABI A, TERBIEEEHIN
3) KIBRHBFIIRNZRELEERHAE, BRS— ERERAR;
1, 3) AT Bisulfite Bk, BUMERE B AEMERBH
=,
RENEREN BEMR MR R
1) B#RXigA/)N 10 kb~100 MB, RIER[IT; 1) BEHARESAS BisCap® Enhancer, BXIRS X
2) FIRIRERH TR AL R
3) EIXTEEAW marker. CpG &, BEBFRIE. UTREX 2) BEMRCHNEERE, BRES—ENREL;
AT B R 3G 3) BIMANELERIERFS, THSRHE, H—F
PRSI A,
AR

BisCap® REWHIRMNF AR Post-BS HIRFH R, BIAHMELERASWMRERE]E, BHTEMKERER, RS LNX
EE#HITEBENF. BisCap® RARLEE T RIRSHFIENER, EETF fDNA. FFPE FHAERM. TBERENFL,

A cfDNAZEsheared DNA B cfDNAksheared DNA
X 31 57 3’ 51 3) 5’ 3’ 5’ 31 5! 3’
End-Repair and dA-tailing Bisulfite Treatment
5 Pho A3 5 35 35 3
A Pho —
5" Ligation .3 First Adapter Ligation
5 ceeeee
3 R 5 .
Bisulfite Treatment Extension
5% ———3 ‘ 5 o 3
r Breakage 3 S ——n
3 —— ss=2=2====
. Second Adapter Ligation
PCR Amplification
5 ARAAAAA 3
5_P5_i5index SP1 _InsertDNA___SP2_i7index P7 o PCR Amplification
3 5 g PS_iSindex _SPL... _INSetONA_ ... SP2 index P7_
8 2
Hybridization Hybridization
Capture Capture
PCR Amplificatibn PCR Amplification

3. BisCap® REHRANFREAME (A) MEE (B) BERAREE



NED MR ERT
BisCap® HE MR EH = miF =i
BisCap® #H&it A E

$TXYIESHE CG R ITIEIRIT, FREMAHNRERFRIEREMEHE,

BisulfiteRM EBIR 515 R FEHEH

ATTUATUGUGAT =~ —S§EskEREY ATTTATTGTGAT

ATTUATCGCGAT —~—S$EFETL ATTTATCGCGAT
ATTCATCGCGAT — ~  —m Q
TMGTAGCGCTA P >

TAAGTAGUGUTA  —$kBE( TAAGTAGTGTTA

TAAGTAGCGCTA  —HEFREL TAAGTAGCGCTA

4. BisCap® #$Higit A RTEE

ETFRNFREMNRT IR

BisCap® REHETFTANFEREMHITERNIRI, REBRUE. H—UNBEXRNTER, ERRENRHESARE; FH,
XS GC KIFMBKEE X, SEMVMERHAEFEMERT R, HWNERARRFIRSHER, AIREFRRET
R IR RN FIES SEARTRIT 5 %

BRI GCEERR, EEXE
RS

HRWE, Ak Ak
H—HE A%
BEX. x%*x

HIRE: *xkx S — S ——
ig_riﬁz_: * AN S
L]

BEXR. Ahk%k%

IR KK
H—4: Ak kA
BER. Ak hhk

B 5. 2T EFKEHNRTHGIT A RTEE

A YEEAH T F7 TR, BOBEMEERS ARG

BisCap® E = RIEHFEH&ITEY, TIRIERHSZEERFA GRCh38 K& GRC EMEH+T F5! (Fix patches #1 Novel patches)
®iTHRE, B AMIERS | RIFIG.
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BisCap® HE{ R 3IEIRIER
—Ei%E, RWRIEEEL

BisCap® BHREMZWINRIEPTNE—EIRME: HL, ¥ BisCap® Enhancer I EFUREHITRIE, BEEE BisCap® 23!

WX

R TUREEES REENNERRIE, WEERS BERNEMREEEE, LREERRETR, BisCap® REMAIIHIX
1K%Y Wash Buffer 1 7 TargetSeq One® Wash Buffer BFAZEZEIRFI, MEMFIZEE FEOMELIRF.

BX % BisCap® Enhancer, RJEXREHAME

6. BisCap® #3Z %M {4 2 70 BisCap® Enhancer MEIERI, &R
B Control+Enhancer NA12878 4Rf3% DNA, 8 200 ng #1THEE, XA BisCap Fast
B Control Library Prep Kit #1 IGT ™ Methyl Adapter & UDI Primer (for Illumina), &
F3 123 kb Panel #1743k, NovaSeq 6000 & PE150 M.

Performance (%)

Target Reads 20% X Mean 50% X Mean
CaptureRate  Depth Coverage Depth Coverage

BisCap® Panel #{E&N
BRAMSRMIERIIEEG
BisCap® AAMER SRS RHR, TEMEERANTER, HaERNEE,

7. BisCap® Panel RRIF3Z /5 RAVEIBERM, LI10¥ 4 gDNA (Promega,

= S G3041) , A 200 ng #{TRE, XEMERA BisCap Fast Library
Q W 1-Plex Prep Kit #1 IGT ™ Methyl Adapter & UDI Primer (for lllumina), &2 (1-Plex)
£ B srlex BRI NER 750 ng, J\Z (8-Plex) BHIXERANEH 1600 ng (B4
o
g

EERNE N 200 ng) , f#F3 123 kb Panel #17#3%, NovaSeq 6000 F &
PE150 iR,

Target Bases Rmdup Target ~ Rmdup Target
capture rate 20%X Rate 50%X Rate

BisCap® FREIA/MHIES] Panel #UELZ

g B 25kb
]
= B 123kb
=
.§ B 138kb
& B 475kb
M 115Mb
Target Reads 20% X Mean 50% X Mean
Capture Rate Depth Coverage Depth Coverage

8. RREA/HY BisCap® Panel BRI, #7459 gDNA (promega, XS G3041) , # A\ 200 ng #H1TEE, XEMERA BisCap Fast Library Prep
Kit #1 IGT ™ Methyl Adapter & UDI Primer (for Illumina), 33 BisCap® EE{EEFIAY Panel #1733k, NovaSeq 6000 F& PE150 .



FAEIHR ISR S R

AL sTRE R

HEER

BisCap® FREMIHIRMNF AR LS ERKERN CpG H. CpG UR#H TR RERNEEQN, BREKINSEERARN, i
BRIEFINEE, ERA—HESEN LA ARRARMRN SR, ¥ ERRANATARREREMBRAETVRERT S,
L R BRHER. BREANEFETNEMREN—IGRR G R,

TZERIREN & FBite XERIE & BitE

F— cos

BERRAHNERR

REMRERSE
BT RIEEENEELR
BT TAERNNERESR
384 f UDI £k

EEINAL RV E S

TRERIREY

FEATREN T {Eih :1.5 h NFERE 96 ¥
&h B ShIREN A1

S

BRET IR
BTl XERAE. 5o

IGT-NP48/96 1ZE&1REX T ik

IGT-LP96 mi@ & RIFAIET ik

REARTHRAR
wer (MEX BAKER. FEFRR. 2

TEHIRET)
ZezERR IR (llumina /MGl ES )

BB MEF 5 (Universal Blockers «
lllumina /MGI WEE&)

X
BRI XEEE
RPN XERBKRNDH

BiOptic £ BEZERE R PR RS
(Qsep1/Qsep100/Qsep400)
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B DNA BERAE, AUREXEFEEMHRETHIE

AL
(4

HE2N4E

CtDNA 23R & THIEZMA DNA K68, A SART. A A, Ef. ENHTRNRECSERER Y. EEMmAH
B DNA BEMCRSHFRRAER, FEEMERENFHMELNERELHNZY, B DNA RENCAGEZNARNFR
M, BTGB AN DNA FRELEURESHITALMR, Fik DNA RECAGENMERHEYIRENNE . AMERERSE,
CtDNA FER RN B BV BETMBRE AR DNA ERRARE, XERE—MHWERISEM W DNA NEESERES
DFEIE, LIRS mEEERE.

EmiTe

IGT ™ ssDNA Library Prep Kit @ —FUBHAE £ 5% DNA BERFIE, iXH S0 LIST 8 5% DNA #1TIELEE, Kiges DNA
BBOFHAAR, REXENERE, TRELEFINFREUXENRERAXENEZFEGEZNMHE., LEFIETHT
1 ng~50 ng DNA ISR EN X EMERAXEWERE, FIMENXER#—F BT BIrXKigEcmElE, REENF.

BEERE

cfDNAZfsheared DNA
5 3 5 3 5 3

v

Bisulfite Treatment

5 3 5 3 5 3

v
First Adapter Ligation

5 cceeeeee 3

v

Extension
cceececc

Second Adapter Ligation

5 AMAAAAAA 3
v
PCR Amplification

i5i Insert DNA i7i
5 p5 i5index __SP1 T —_— SP2 i7index P7

1)

9. 1GT ™ ssDNA Library Prep Kit R EWNM X ERERIZE

i

& T cfDNA. FFPE DNA E{Ei2iaEHA, BEERERE 1ng;
REAXEMERIZED, XA Post-BS EBERE, KigiEs DNA RRMFIEE,
AIAMIREXEERE, BINNFENERE;

RE2ERAREMNE. BRKIEREWNE. 2EERANFFBERXKIEZRHRANF.
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FREML S EE SR RN
TR IR ERE AR
IGT ™ ssDNA Library Prep Kit 8¢ BisCap® RERIFRAR, BRATAREBERE, FERIMSZ.

=
=)
S

A 100
100.0 100.0 100.0

@
3
1

80—

o
S
1

60—

~
S
1

40-|

Coverage Rate (%)

~
S
1

20

Target Reads Capture Rate (%)

o
L

o
!

1ng 5ng 20ng 1ng 5ng 20ng

100

99.7 100.0] 100.0|

g g
< 80 Y
) =
= &
% %
S 60 N
I =
= I
) =
o0 w
5 40 20
= P
S a
S S
20+ bl

& £
3

0
1ng 5ng 20ng 1ng 5ng 20ng

10. IGT ™ ssDNA Library Prep Kit ifHIZFEIZNERHREIER, 754N 1ng. 5ng. 20 ng cfDNA (#7x79 NA12878 4RI % gDNA, #BEFT
WriEih cfDNA) HHATEARERRE, XZEMEESRA IGT ™ ssDNA Library Prep Kit #1 IGT ™ ssDNA Adapter & UDI Primer (for Illumina), &/ 123 kb 89 Panel
#1THTE, NovaSeq 6000 F& PE150 M, MFHIEEF9H 1.8 Gb,

R BIBRIEER =R

IGT ™ ssDNA Library Prep Kit fZEXEEMEERS, KA Bisulfite JA#47481L, non-CG %! ( 2E CHG #1 CHH) BYBRMEIE iR (LR 1E
99.2% Ll ko

100

11. IGT ™ ssDNA Library Prep Kit ifFIZREHZ A\ E8HREIERM,
ZRNEAN 1 ng. 5ng. 20 ng cfDNA (££ZxJ9 NA12878 4R R gDNA, #8
FEITHIRRIA cfDNA) BHTEREERRE, XEMERA IGT ™ ssDNA Library
Prep Kit #1 IGT ™ ssDNA Adapter & UDI Primer (for Illumina), £ B
123 kb B9 Panel #1735k, NovaSeq 6000 F& PE150 i, MFE4iE
BF197%9 1.8 Gb,

a o @
3 3 3
1 1 1

BS Conversion Rate (%)

N
S
1

=
1

1ng 5ng 20ng
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DNA RIED FFIAES
EHEENFHIEET, BEEENRANENANERERAEN 1/10, BEEENEEEENREES.

2500
2000
1500
1000

5004

Rmdup Target average depth (X)

PR WBEEEE PR WEEE
5ng 50ng 20ng  200ng

12. IGT ™ ssDNA Library Prep Kit #1325 DNA EEAFIZHERIRERM. #7479 NA12878 4HfEH gDNA, SN 5ng. 20 ng. 50 ng. 200 ng i#
1TEE, HA 5ng. 20 ng SXEMERA IGT ™ ssDNA Library Prep Kit 71 IGT ™ ssDNA Adapter & UDI Primer (for llumina) ##{T& 5552, 50 ng. 200 ng
XEMIFERFA IGT ™ Methyl Fast Library Prep Kit v2.0 1 IGT ™ Methyl Adapter & UDI Primer (for Illumina) #1730 5E52RE, A 123 kb B9 Panel #1T#3X,
HHEX 1 Gb $UBHITEMRE Do

XEHRENREMKTEEERNMZ

IGT ™ ssDNA Library Prep Kit #8EC BisCap® HREHRHRAER, EEFRBNFREMKT—HUERE

A 100

90

o N ®
3 5 3

20 ng Capl Methylation Level (%)
=N W oA o
o o 8 8 &8 &

R2=0.998

10

20

30 4 50 80
20 ng Cap2 Methylation Level (%)

90

100

100
90

@
8

40

5ng Capl Methylation Level (%)

0

20 3 5 0
5 ng Cap2 Methylation Level (%)

80

90

100

C

100
90

@
8

Now B
&

1ngCapl Methylation Level (%)

R2=0.967

0 20 3 5 0 80 90 100
1 ng Cap2 Methylation Level (%)

13. E§E DNA BEFAFIEFFE DNA RANENREMKTEESN. S5 A: 20ng, B: 5ng, C: 1ngcfDNA (##7</ NA12878 £ % gDNA, #BE+T
BRI CfDNA) BHTERHERREE, IR IGT ™ ssDNA Library Prep Kit #1 IGT ™ ssDNA Adapter & UDI Primer (for Illumina), f#F 123 kb &9 Panel 3
783K, NovaSeq 6000 F& PE1S0 W, SHTE—RFAERRERRHBIREIEH CpG MR PEMKTES N,

P FEFNEX R B K —EE RN =
PHREX T A R E WK FAINEERE UK TSE—K, R A2T 0.99%

SHEHE 20 ng Methylation Level (%)
2N ow s O o N ® o0 D
o 5 3 5 5 83 3 8 8 8

0

20

30 40 50 60 70 80
IRFERRE 200 ng Methylation Level (%)

90

100

14, B ENNERERTZNRERKFRXMYE, BN 20ng (B4R NA12878
AR Z gDNA, FBAEFTUTIE cfDNA) #1200 ng (F7 NA12878 4HRE % gDNA) #
TEBAETHTERRE, 20 ng NSRRI EMERA IGT ™ ssDNA Library Prep Kit
IGT ™ ssDNA Adapter & UDI Primer (for Illumina), {88 123 kb 89 Panel #473#3X,

NovaSeq 6000 & PE150 M, MFHIBETFIA 1.8 Gb; 200 ng NERF AL
EEMIEE R A IGT ™ Methyl Fast Library Prep Kit v2.0 1 IGT ™ Methyl Adapter & UDI
Primer (for Illumina), f#F8 123 kb B9 Panel #1713k, NovaSeq 6000 F& PE150

>, MFEHEEFHH 1.2 Gb,
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BisCap® Human CpG Island Panel, IWERERTF Marker iR&RAR

16 = AL
HE2NE

=

TEARERS L, DNABREGEFELRETE CpG £, EREA L CpGC BESMXIFHMITN CpG &, CpG BEREMBoHFXME
—MIEFREEENEE " CpC BNFEA AT UBTATRAEREHNERETRFETAXERNREAR. HARAKE,
UFEEERIBIEXMEN CpG B DNA BEWREE SHENRELREBBYIEX.

FEamiE T

NEHERETBEEMAN BisCap® FENHRMERA, #HBEMIHRIE XIRE ™ BisCap® Human CpG Island Panel (f&
#F CGl Panel) » ZrF=mikiB&ITESEERELAH GRCh38 KT F5i&it, Panel A/ 21.2 Mb, & 27,000 9 CpGisland, [E
B, #EE 13HERLCNBTIRKNBREMARSEY M, A ZNATREUITSYFiE. ERRH. FREHA.

Famigit
2 ERAHAERE CpG Island BEEBE=

CGI Panel 1R4% UCSC 8# CpG BXIH#17i&it, BEE#8id 27,000 1 CpG Island (G2 EFE A 86% H CpG &) , CpG
Island X157 19.8 Mb L k.

£ 3. BisCap® Human CpG Island Panel 7 CpG fils2#01 CpG Island BIEE1ER

CGl Panel 850K i WGBS
\ CpG i 2,030,000 850,000 28,000,000 |
\ CpG Island 27,000 26,000 31,400 |

S 850K T REEE CpG S/ @ CpG fid,

RIBRMSE B EH GRCh38 Fh T FFi&it

CGI Panel 14 GRC EM&H Fix patches #1 Novel patches FHI#h7EiREt, BEBRME / BHAERSIENFI, BEEFTH
B ERKENGH,

SR E B AH N A T ImREY BB UAT SYIK IRt

X ERWAHNBFIRRE 13 MREUAENH 7R, EREXLEREMTSYIKE ETHESIMNE 2 kb #HITRINRIT,
REEUATEYRARX KRB Ho

4. EFLCHFERATFIGAKET 13 i P E AR SYIFRTE R E K3y B ipfg R

RENITEYFREER PR REWATEYFREER PepyEg Rl
GSTPI FFRa. miyARRE. FLAREE. EERE TWISTI EEWE. BEitE. ILARE
APC B, BEtE. JBRE. s oTX1 FLARRE
RASSFI fife. AUSIBREE. FLARRE. ONERE ONECUTZ Rt
NDRG4 Z£ERRE. B8R MGMT B R RS
BMP3 BE. £ERE BCATI ZEEmE
SEPT9 IR, SERE. ILARE IKZF1 EEE
SHOX2 fh. SEmE
Emil%

HEES: 58I 27,0001 CpGlsland. 203 75 CpG fiis=
IEG 5% + WESHENET: SERE CG ALm#TREIRIT, AREMAHHRIERE KR
ESRERENE: BMREEENTZECS BisCap® FEAMFBRIATE, FES (DNAKT, REFEHEIEERM
ReEH: FISHISEEN YR, HTEE; BIRRESENK, MREETTNE
S
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BIERI
CGl Panel 472 BisCap® FREWAIIMIRIE R, EREMEALBPHRAMRS

100 100
W NA12878 § B NA12878
[J]
— 80 =
= M FFPE £ B FFPE
3 o
=
c 60— =
& a
) ©
an (S}
© 40 %)
g g
>
5 ]
© 20 <
)
20
©
U =
50 ng 200 ng 50 ng 200 ng
100+ 100
< B NA12878 9\0/ B NA12878
1= =
o 80— + 80—
2 B FFPE K W FFPE
< %3
oS 60 % 60—
> 5
) =
oo 9]
S 40 %D 40—
s =
5 a
< 204 S 20
£ £
e =
0— 0
50 ng 200 ng 50 ng 200 ng

& 15. REI# A2 E7E BisCap® Human CpG Island Panel BI¥RIERI, 1¥479 NA12878 1 FFPE DNA, 735U# A 50 ng. 200 ng #1TEE, XEWERMA
IGT ™ Methyl Fast Library Prep Kit v2.0 #1 IGT ™ Methyl Adapter & UDI Primer (for Illumina), NovaSeq 6000 & PE150 I, MFEEIEELA 8.6 Gbo

Bisulfite L5, HIBEMIEMERBELEES

100

g0 B 50ng

W 200ng
60

40

Bs Conversion (%)

NA12878 FFPE cfDNA*

16. FEIH¥AHEARI7E BisCap® Human CpG Island Panel R LZERI, #7479 NA12878. FFPE DNA #l cfDNA* (E3 NA12878 FTHTHEIN) , S5
A5ng. 20 ng. 50 ng. 200 ng #{TETMEA S EFF LR, $/ CGl Panel #3%, NovaSeq 6000 F& PELS0ME, NFHIEEFYN 8.6 Gb,

CGl Panel {5 E B REREEFERAFIR, BES cfDNA b

100

98.6 I 98.7

ol 00.4 94.0 95.2 95.4 ] 5ng
g B 20ng
[0}
O 60
= 59 o027
€
5 40
9]
o

20

Target Reads Coverage Rate Rmdup Target Rmdup Target
Capture Rate 20X Rate 20%X Rate

17. BisCap® Human CpG Island Panel {EF28sH2ENFIRHEIBRIL, #7409 NA12878 BAFTHTAY cfDNA #£75, 735N 5 ng. 20 ng #HITRIEEE,
XEEAIEESEFR IGT ™ ssDNA Library Prep Kit #1 IGT ™ ssDNA Adapter & UDI Primer (for Illumina), NovaSeq 6000 & PE150 %, MF4EE 194 8.6 Gb.
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CGl Panel RE(LKFS WGBS XS

60 40 20
Density [ - |

1.00
:
g 0.75 18. BisCap® Human CpG Island Panel 5 WGBS £ 18 % 1 Lt 3%,
B 779 NA12878 AR % DNA, N 200 ng 1T, NXEMERMA
g‘ 050 BisCap Fast Library Prep Kit v2.0 1 IGT ™ Methyl Adapter & UDI Primer
2 (for lllumina), NovaSeq 6000 F& PE150 M. ERIXIFANX E#HITE
T ERAFRENNE 120 Gb FIHIRESEMNRF 10 Gb, 734 CGI Panel
& 0.25 WGBS " CpG fil SR B K FHIFE R M
3

0.001 =

0.00 0.25 0.50 0.75 1.00
WGBS Methylation Level

CGl Panel WEEMRIMNLE

BT, SR EMIKRIEY CGl panel EUBITAEXMD T, DNA BEMLEIKE AR DNA BEMWKFHEAREEHRE, R &
27 0.99%

5040302010

Density [ 1

=
o
S

0.75 19. BisCap® Human CpG Island Panel fyE 1, 173 NA12878 4

fiZ DNA, &\ 200 ng #H1T3EEE, XZEMIERA BisCap Fast Library Prep
Kit v2.0 #1 IGT ™ Methyl Adapter & UDI Primer (for lllumina), R8BI
FETERREIR A AIEITHASHIR, NovaSeq 6000 & PE150 MR 10 Gb,

0.95 DIFE—FAERERURIBIRSELE T CpG (LRI REKTEE .

"

CGI Panel Capl Methylation Level
3
o

o
o
S

0.00 0.25 0.50 0.75 1.00
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fiR: XERFEREALHATE~RES

i X Bt igiF st
FEmB R & ®"S
| BisCap® Human CpG Island Panel | 16 rxn/96 xn | PB3000231/PB3000232 |
BEERTE
FEamB R & H"S
IGT ™ ssDNA Library Prep Kit 16 rxn/96 rxn C10911/C10912
‘ IGT ™ Methyl Fast Library Prep Kit v2.0 16 rxn/96 rxn B30011/B30012
LM 1ES 1Y
FEm B R & B"s
IGT ™ Methyl Adapter & UDI Primer 1-16 (for Illumina, tube) 16*1 rxn B30061
IGT ™ Methyl Adapter & UDI Primer 1-96 (for Illumina, plate) 96*1 rxn B30022
IGT ™ Methyl Adapter & UDI Primer 97-192 (for Illumina, plate) 96*1 rxn B30032
IGT ™ Methyl Adapter & UDI Primer 193-288 (for Illumina, plate) 96*1 rxn B30042
IGT ™ Methyl Adapter & UDI Primer 289-384 (for Illumina, plate) 96*1 rxn B30052
IGT ™ Methyl Adapter & UDI Primer 1-16 (for MGI, tube) 16*1 rxn B30161
IGT ™ Methyl Adapter & UDI Primer 1-96 (for MGl, plate) 96*1 rxn B30172
IGT ™ Methyl Adapter & UDI Primer 97-192 (for MGl, plate) 96*1 rxn B30182
IGT ™ Methyl Adapter & UDI Primer 193-288 (for MGl, plate) 96*1 rxn B30192
IGT ™ Methyl Adapter & UDI Primer 289-384 (for MGl, plate) 96*1 rxn B30202
IGT ™ ssDNA Adapter & UDI Primer 1-16 (for Illumina, tube) 16*1 rxn C10861
IGT ™ ssDNA Adapter & UDI Primer 1-96 (for Illumina, plate) 96*1 rxn C10872
IGT ™ ssDNA Adapter & UDI Primer 97-192 (for Illumina, plate) 96*1 rxn 10882
IGT ™ ssDNA Adapter & UDI Primer 193-288 (for Illumina, plate) 96*1 rxn C10892
IGT ™ ssDNA Adapter & UDI Primer 289-384 (for Illumina, plate) 96*1 rxn C10902

BisCap® RE(RIZHERIANE

FEam AR & ®"S
TargetSeq One® BisCap® Hyb & Wash Kit (for Illumina) 16 rxn/96 rxn B30121/B30122
TargetSeq One® BisCap® Hyb & Wash Kit (for MGI SI) 16 rxn/96 rxn B30131/B30132
TargetSeq One® BisCap® Hyb & Wash Kit (for MGI DI) 16 rxn/96 rxn B30141/B30142

TargetSeq® i@ AMEF5

FEm B R & B"s
TargetSeq® Universal Blocking Oligo (for Illumina) 16 rxn/96 rxn C80491/C80492
TargetSeq® Universal Blocking Oligo (for MGI DI) 16 rxn/96 rxn C€80521/C80522
TargetSeq® Eco Universal Blocking Oligo (for Illumina) 16 rxn/96 rxn €80501/C80502
TargetSeq® Eco Universal Blocking Oligo (for Illumina ssDNA Library) 16 rxn/96 rxn €80791/C80792
TargetSeq® Eco Universal Blocking Oligo (for Illumina NXT) 16 rxn/96 rxn C80511/C80512
TargetSeq® Eco Universal Blocking Oligo (for MGI SI) 16 rxn/96 rxn C80541/C80542
TargetSeq® Eco Universal Blocking Oligo (for MGI DI) 16 rxn/96 rxn C80531/C80532
]
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